List 19.2.2. Ruby script, ancestor.rb, determines the ancestor lineage for organisms 

     #!/usr/local/bin/ruby
     start = Time.now.to_f
     id_name = Hash.new; child_parent = Hash.new; parent_child =
        Hash.new
     taxon = File.open("taxonomy.dat")
     name_id_file = File.open("tax_names.txt","w")
     $/ = "//"
     while record = taxon.gets
       record =~ /\nSCIENTIFIC NAME\s+\:\s?([^\n]+)\n/
       name = $1.to_s
       record =~ /\n?ID\s+\:\s?([\d]+)\n/
       entry_id = $1.to_s
       record =~ /\nPARENT ID\s+\:\s?([\d]+)\n/
       parent = $1.to_s
       id_name[entry_id] = name
       parent_child[parent] = entry_id
       child_parent[entry_id] = parent
     end
     id_name.each {|key,value| name_id_file.print(key,"
        ",value,"\n")}
     def get_ancestors(first,id_name,child_parent)
          printf "%-8d  %-s \n", first, id_name[first]
          upper = child_parent[first]
     get_ancestors(upper,id_name,child_parent) if
        id_name.has_key?(upper)
     end
     def get_descendants(first,id_name,parent_child)
          printf "%-8d  %-s \n", first, id_name[first]
          lower = parent_child[first] 
     get_ancestors(lower,id_name,parent_child) if
        id_name.has_key?(lower)
     end
     print "\n\nYour ancestors are:\n"
     get_ancestors("9606",id_name,child_parent)
     puts "\n\nYour descendants are:\n"
     get_descendants("9606",id_name,parent_child)
     print "\nTotal time\, ", ((Time.now.to_f - start).to_i), "
        seconds\n"
     exit
