List 18.4.1. General instructions for specifying biomedical data using RDF Schemas 

     1. Look at your own available data for the data object. List

        your data as triples sequenced as: subject - metadata -

        data.

     2. Create an RDF header that includes the URL of each of the

        RDF Schemas that you will use in the document. Be sure to

        include the Dublin Core RDF Schema. This document includes

        the elements that describe the file (i.e., creator, data of

        file, type of file, etc.) and is used by librarians to index

        your document.

     3. Use the RDF Schema(s) appropriate for the knowledge

        domain of your data object. Determine which of your listed

        triples have subjects that are instances of classes in the

        RDF Schema and metadata consistent with class-appropriate 

        properties. Type these subjects as class instances. Check

        that the data values conform to any data value constraints

        listed in the xsd datatype file associated with the RDF

        Schema.

     4. If you have common data elements (classes or properties)

        that are not part of any public RDF Schema, create your own

        RDF Schema to accommodate these elements and use the RDF

        Schema as the resource for those elements wherever they

        appear in your RDF specification document.

     5. Contact the curator of the public RDF Schema that is

        appropriate for the elements you created and ask if your RDF

        Schema can be added to the public RDF Schema.

     6. Validate that the document is well-defined XML,

        syntactically correct RDF and that all triples conform to

        class-property-datatype descriptions from the RDF Schema.

