List 13.6.6. Perl script, SEER.pl, for determining the frequency of occurrence in the U.S. of tumor types found in the SEER public-use data files.

     #/usr/local/bin/perl

     open(TEXT,"ICD.TXT");

     $line = " ";

     while ($line ne "")

       {

       $line = <TEXT>;

       @linearray = split(/\|/,$line);

       $icdcode = $linearray[13];

       next unless ($icdcode =~ /^M[0-9]{4}\/[0-9]{1}/);

       $icdcode =~ s/^M([0-9]{4})\/([0-9]{1})/$1$2/;

       $codehash{$icdcode} = $linearray[14];

       }

     @filelist = glob("C\:\\ftp\\seer\\*.TXT"); #see Glob in Glossary

     open (OUT, ">seer.out");

     foreach $value (@filelist)

       {

       open (TEXT, $value);

       $line = " ";

       while ($line ne "")

         {

         $count++;

         $line = <TEXT>;

         $code = substr($line,44,5);

         $code = "$code\|$codehash{$code}"; 

         $subhash{$code}++;

         }

       close TEXT;

       }

     while ((my $key, my $value) = each(%subhash))

        {

        $fraction_of_total = $value / $count;

        $fraction_of_total = substr($fraction_of_total, 0, 6);

     ($fraction_of_total = "0.0000") if ($fraction_of_total =~

        /^[^0]/);

        $value = substr("00000$value",-6,6);

        $total = $total + $value;

        push(@result, "$value\|$fraction_of_total\|$key");

        }

     @result = reverse (sort(@result));

     foreach $thing (@result)

        {

        $rank++;

        $rank = substr("0000$rank",-4,4);

        print $rank . "\|$thing\n";

        print OUT $rank . "\|$thing\n";

        }

     exit;

