List 1.25.3. Output of tagcheck.pl

     c:\ftp>perl tagcheck.pl

     gene is good

     4gene is bad

     gene:ncbi is good

     gene-autry is good

     ge::ne is bad

     gene&autry is bad

     -gene is bad

     _gene is good

     gene- is good

     gene: is good

     :gene is bad

     ge:n:e is bad

     ge:ne: is bad

     ge,ne is bad

     ge.ne is good

